Yale Lipidomics Innovation Core
Services Overview
The Yale Lipidomics Innovation Core provides end-to-end lipidomics services for researchers across Yale and beyond. From sample preparation through data interpretation, our team delivers reproducible, publication-ready results using state-of-the-art Orbitrap mass spectrometry. Explore our service categories below.

Sample Preparation
We handle your samples with standardized, reproducible protocols from receipt to extraction. Samples processed in randomized batches if requested. When absolute quantification is requested, matched deuterated internal standard panels are spiked. When Additional Prep for Quantification is requested, Protein-normalized data is provided for downstream quantitative analysis.
Sample Preparation (Liquid Form)
•  For plasma, serum, urine, media, and other liquid biological samples.
•  MTBE-based or Bligh-Dyer/Folch-based biphasic extraction optimized for broad lipid recovery.
Sample Preparation (Cell Pellet)
•  For adherent or suspension cell pellets, including primary and cultured lines.
•  Cell lysis and lipid extraction in a single streamlined workflow.
Sample Preparation (Tissue)
•  For fresh-frozen or snap-frozen tissue specimens of any organ type.
•  Mechanical homogenization followed by optimized lipid extraction.
•  Wet-weight normalization included; minimum tissue requirements provided upon consultation.
Additional Prep for Quantification
•  Add-on service for projects requiring protein-based normalization.

Data Acquisition
High-resolution Orbitrap LC-MS/MS acquisition tailored to your analytical goals.
Data Acquisition for Identification Only
•  Untargeted, full-scan LC-MS/MS profiling on Thermo Orbitrap platforms.
•  Covers hundreds of lipid species across all major and minor lipid classes.
•  Ideal for discovery, biomarker screening, and hypothesis generation.
Data Acquisition for Identification and Quantification
•  Full-scan with spiked internal standards in a single run.
•  Pairs broad lipid coverage with precise quantification of selected panels.

Data Processing
Automated pipelines paired with expert curation turn raw spectra into publication-ready results.
Data Processing for Identification Only
•  Automated spectral matching and lipid annotation against curated databases.
•  MS/MS-level confirmation for high-confidence identifications.
•  Deliverable: annotated lipid list in spreadsheet format.
Data Processing for Identification and Quantification
•  Full identification pipeline plus absolute or relative quantification.
•  Internal-standard normalization, batch correction, and QC filtering applied.
•  Deliverable: quantified lipid report, ready for statistical analysis.

Data Consulting
Expert guidance at every stage — from experimental design through manuscript submission.
Data Consulting (Per Hour)
•  Pre-submission consultation on study design, sample requirements, and statistical power.
•  Method Development for specific experimental requirements
•  Training for sample preparation, data processing and interpretation
•  Guidance on manuscript preparation, figure design, and methods sections for publication.

Service Rates
Please Visit https://research.yale.edu/cores/yale-lipidomics-innovation-core
Or Consult To Yale Lipidomics Innovation Core



