Lipidomics Core – Sample Preparation & Submission Guide
1. Important Information to Share with the Core
Cell Number or Sample Amount
· Cell: Prepare 1–10 million cells per 1.5 mL microcentrifuge tube.
· You must report the exact cell number per tube.
Without this information, the core may need to run additional data acquisitions, which increases cost and turnaround time.
· If your sample has limited cell numbers, inform the core in advance so we can adjust the workflow.
· Tissue: dry/wet weight should be provided. 
· Liquid Sample: A range of expected lipid amounts should be provided. 
· Purified lipids: A range of expected lipid amounts should be provided. 
Number of Samples Needed
Even when using the same cell line, lipid profiles can vary significantly depending on cell conditions and instrument conditions. Your study design determines the appropriate number of replicates. The minimum number of replicates per sample is recommended 3, but typical lipidomics studies often use more than 5 replicates. It is best to submit all samples at the same time.
Sample Information
· Cell/organelle/tissue type/buffer composition/lipid purification method, etc. Sample information helps the core troubleshoot if needed. DETERGENTs are not acceptable in general. 
· Only Mass Spec-grade solvents should be used for lipid purification.
· Sample ID and/or Labels: written on sample containers should be very clear and readable even after freezing and thawing samples. If sample label is not recognizable or not matching with user input, the service cannot be processed. 
2. How to Prepare Cell Pellets
· To avoid delays, prepare extra pellets.
· Example: If you need 3 samples analyzed, consider sending 6 pellets.
· Collect cells using a cell scraper and/or centrifugation.
· Do NOT use trypsin, as it can alter the lipid profile.
· Set aside a small portion of cells for accurate cell counting and share the number with the core.
· Wash cells 3× with PBS using gentle centrifugation (< 300 × g).
· Final pellets should be in 1.5–1.7 mL microcentrifuge tubes.
· Remove all supernatant and flash‑freeze pellets in liquid nitrogen. 
· Store at –80°C until shipment.
2-2. How to Prepare Other Samples
· Do not use detergent. It may damage the instrument. Consult with the core if necessary. 
· Try to remove any medium/buffer-derived lipid/fat contaminants. Flash-freeze the samples with liquid nitrogen and store at -80C until sending the sample. 
· For tissues, 10~100 mg (wet) samples are typically acceptable. Consult with the Core with the size of the samples. 
· When providing lipids as sample, use ONLY Mass Spec-Grade solvents and MilliQ-grade water to purify lipids. Contaminants may disrupt lipid analysis processes. Consult with the core if necessary. 
3. How to Send Samples
Shipping
Ship samples on dry ice to: 
Yeongho Kim
850 West Campus Drive, West Haven, CT 06516
Room 221, West Campus Integrative Science & Technology Center (ISTC)
Intra-Campus Shipping by eShip Global to:
Yeongho Kim
850 West Campus Drive, West Haven, CT 06516
Room 221, West Campus Integrative Science & Technology Center (ISTC)

In‑Person Drop‑Off
You may also bring samples directly to:
850 West Campus Drive, West Haven, CT 06516
Room 221, West Campus Integrative Science & Technology Center (ISTC)
(Please coordinate a meeting time with Yeongho Kim.)
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